Each DNA aptamer (5 l, aptamer 49, aptamer 58, aptamer 57mh, and aptamer 57mhGC; 50 M) or Control DNA (5 l, ssDNA1 and ssDNA2: 50 μM) was mixed with human serum (120 l), and the mixture (2 M DNA in 96% serum) was incubated at 37C. Aliquots (10 l) were removed at various time points from 0 to 72 hours, and mixed with 110 l of denaturing solution (1 TBE containing 10 M urea) immediately. Each sample was analyzed by 15% denaturing polyacrylamide gel electrophoresis.
DNA stained with SYBR Gold was detected with a bio-imaging analyzer (Fuji Film LAS-4000) and quantified using the Multi Gauge software to determine the intact fraction. The analysis of each sample was repeated twice, and one of them is displayed in this figure. Each DNA aptamer (5 l, aptamer 49, aptamer 58, aptamer 57mh, and aptamer 57mhGC; 50 M) or Control DNA (5 l, ssDNA1 and ssDNA2: 50 μM) was mixed with human serum (120 l), and the mixture (2 M DNA in 96% serum) was incubated at 37C. Aliquots (10 l) were removed at various time points from 0 to 72 hours, and mixed with 110 l of denaturing solution (1 TBE containing 10 M urea) immediately. Each sample was analysed by 15% denaturing polyacrylamide gel electrophoresis. DNA stained with SYBR Gold was detected with a bio-imaging analyzer (Fuji Film LAS-4000) and quantified using the Multi Gauge software to determine the intact fraction. 
